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CATGAAGGTTCCTCCTGTCCTGCTTCTCTTTCTTCTGTCCTCAGTGCGAGCTACTGAGCAACCGCAGGTCG 
TCACTGAGCATCCCAGCATGGAGGCAGCCCTGACOGGGCCCAACGCCTCCTCGCACTTCTGGGCCAACTAC 
ACTTTCTCTGACTGGCAGAACTTCGTGGGCAGGAGACGTTATGGGGCCGAGTCCCAGAACCCCACGGTGAA 
AGCACTGCTCATCGTGGCCTACTCATTCACCATCGTCTTCTCGCTCTTCGGTAATGTCCTGGTCTGTCATG 
TCATCTTCAAGAACCAGCGCATGCACTCGGCCACCAGCCTCTTCATTGTCAACCTGGCAGTGGCGGACATC 
ATGATCACATTGCTCAACACGCCCTTCACTTTGGTCCGCTTTGTGAACAGCACATGGGTGTTTGGGAAGGG 

catgtgtcatgtcagtcgctttgctcagtactgttctctacatgtctcagcactgactctgacagctatcg 
cagtggaccgccaccaggtcatcatgcatccactgaagcctcggati:tccatcaccaagggtgtcatatat 

ATTGCTGTCATCTGGGTCATGGCTACCTTCTTCTCTCTGCCACATGCCATCTGCCAGAAACTGTTTACCTT 
CAAGTACAGTGAGGACATTGTGCGCTCCCTCTGCCTGCCGGACTTCCCGGAGCCAGCTGACCTCTTCTGGA 
AGTATCTGGACCTGGCCACCTTCATCCTGCTCTACCTACTTCCACTCTTCATTATCTCAGTGGCCTATGCT 

cgtgtggccaagaagctgtggctctgtaacaccattggcgacgtgaccacagagcagtacctcgccctgcg 
ai:gcaagaag^gaccaccgtga.agatgctggtgcttgtggtagtcctctttgccctctgctggttccctc 

TCAACTGCTATGTCCTCCTCTTGTCCAGCAAGGCCATCCACACCAACAATGCCCTCTACTTTGCCTTCCAC 
TGGTTTGCCATGAGCAGTACTTGTTATA.^CCCCTTCATCTACTGCTGGCTCAATGAG.AACTTTAGGGTTGA 
GCTTAAGGCATTGCTGAGCATGTGCCAAAGGCCACCCAAGCCGCAGGAAGACAGGCTACCCTCCCCAGTTC 
CTTCCTTCAGGGTGGCATGGACAGAGAAGAGCCATGGTCGGAGGGCTCCACTACCTAATCACCACTTGCCC 
TCTTCCCAGATCCAGTCTGGGAAGACAGATCTGTCATCTGTGGAACCCGTTGTGGCCATGAGTTAGGGAAA 
GCTGGAAGTTGGTGGGGGAGGGTTCTTTCCTCTCACAATTGACCAGACACTAACAGAGTTGGAAAGTAACA 
CAGAAGCAGTGAGATGCTTGGGTTCCTAGGAACCTGTCCAGCCCCATCTGATTTGCAAACTTTCTAGAAGA 
TGCCATGAGGTGGTGTGTGTAGATCTTTGAGCAAGAGCTCTGGAAACCACCTCAGCTTCAACAGAGGCTGG 
TCCAGTCAACCACCTCCAATTGTGTAGCATCTGCCACCTTGCCCTTCCTACTGCTGAGCAACCACAGGGGG 
ACTTGAGCCATACTATTGGTi3GGCCTGCCCCACATGCTCAGAAAAGAACAGGCACAAAGGCTTTCTGAAGT 
CATTGGAACAGGAATAATCACACAGCTTCAGTGACCTTGGCTCTATCCATGACCAGACAGGACCCATTTTG 
GCTTCTTAAAAACAAAGAGAAATTAGTATTGCCACTTTGAAAAGTTCAGAAAAGTAAAGAAATGAGTTCAG 
C C C TC AATTTGT AAAAAAAGG AAAAAAG AAAAAAAAAAG AAAAAG AAAG AAAAAAGC C TGTT AAT ATGC TG 
TAAATTTATCTGTAGCTTTGCCTTCTGTGTGTGTACATTTGTACTTTTAAAATCCTGAACTACACGTGTCC 
ATGTAGATTGTAATAATTAGCAAGAAACTGGAATATATCAGAGTATTATTGAATTC ( SEQ ID NO: 1 ) 



mkvppvlllfllssvrateqpqwtehpsmeaaltgpnasshfwanytfsdwqnfvgrrrygaesqnptvk 
allivaysftivfslfgnvlvchvifknqrmhsatslfivnlavadimitllntpftlvrfvnstwvfgkg 
mchvsrfaqycslhvsaltltaiavdrhqvimhplkprisitp;gviyiaviivvmatffsl?haicqklftf 
kysedivrslclpdfpepadlfwkyldlatfillyllplfi isvayarvakklwlcntigdvtteqylalr 
RKKKTTVKMLVLVVVLFALCWF plnc yvllls skai HTNNAL YFAFHWFAMS stc ynpf I y cwlnenfrve 
lfjvllsmcqrppkpqedrlpspvpsfrvawtekshgrraplpnhhlpssqiqsgktdlssvepwams 

(SEQ ID NO:2) 



Figure 1 



Underlined = deleted in targeting construct 

Bold = sequence flanking Neo insert in targeting construct 



GGGGTGGCAGTCGGCACCATCAGGCTCCCTTGGCGTTTCGGAGTTTTCTCTGTGGTCCCG 
ACTCTCCGGAGGATCTCGGTTGTCTCCCAAGTCGGAACCTGGCACGGTCCAGGTTCACTC 
GGAGGTCCGGGCTTCCTCTGTGCCCCGTGCCCCTCGCTCCCAGGCTCCCTCTGTGGTGTG 
GACTCCTCTAGCCCGGTGCGCTCAGCCCCTCGCACCCAGCCTCCAGGCACAGAGCCCGGC 
AGGGAGCTCAGCCCTTGTGCCTAGAGCTGCAGTGGCTGGACATGAAGGTTCCTCCTGTCC 
TGCTTCTCTTTCTTCTGTCCTCAGTGCGAGCTACTGAGCAACCGCAGGTCGTCACTGAGC 
ATCCCAGCATGGAGGCAGCCCTGACCGGGCCCAACGCCTCCTCGCACTTCTGGGCCAACT 
ACACTTTCTCTGACTGGCAGAACTTCGTGGGCAGGAGACGTTATGGGGCCGAGTCCCAGA 
ACCCCACGGTGAAAGCACTGCTCATCGTGGCCTACTCATTCACCATCGTCTTCTCGCTCT 
TCGGTAATGTCCTGGTCTGTCATGTCATCTTCAAGAACCAGCGCATGCACTCGGCCACCA 
GCCTCTTCATTGTCAACCTGGCAGTGGCGGACATCATGATCACATTGCTCAACACGCCCT 
TCACTTTGGTCCGCTTTGTGAACAGCACATGGGTGTTTGGGAAGGGCATGTGTCATGTCA 
GTC GC TTTGC TC AGT AC TGTTC TC TAC ATGTC T CAGCACTGACTCTGACAGCTATCGCAG 
TGGACCGCCACCA6GTCATCATGCATCCACTGAAGCCTCGGATCTCCATCACCAAGGGTG 
TCATATATATTGCTGTCATCTGGGTCATGGCTACCTTCTTCTCTCTGCCACATGCCATCT 
GCCAGAAACTGTTTACCTTCAAGTACAGTGAGGACATTGTGCGCTCCCTCTGCCTGCCGG 
ACTTCCCGGAGCCAGCTGACCTCTTCTGGAAGTATCTGGACCTGGCCACCTTCATCCTGC 
TCTACCTACTTCCACTCTTCATTATCTCAGTGGCCTATGCTCGTGTGGCCAAGAAGCTGT 
GGCTCTGTAACACCATTGGCGACGTGACCACAGAGCAGTACCTCGCCCTGCGACGCAAGA 
AGAAGACCACCGTGAAGATGCTGGTGCTTGTGGTAGTCCTCTTTGCCCTCTGCTGGTTCC 
CTCTCAACTGCTATGTCCTCCTCTTGTCCAGCAAGGCCATCCACACCAACAATGCCCTCT 
ACTTTGCCTTCCACTGGTTTGCCATGAGCAGTACTTGTTATAACCCCTTCATCTACTGCT 
GGCTCAATGAGAACTTTAGGGTTGAGCTTAAGGCATTGCTGAGCATGTGCCAAAGGCCAC 
CCAAGCCGCAGGAAGACAGGCTACCCTCCCCAGTTCCTTCCTTCAGGGTGGCATGGACAG 
AGAAGAGCCATGGTCGGAGGGCTCCACTACCTAATCACCACTTGCCCTCTTCCCAGATCC 
AGTCTGGGAAGACAGATCTGTCATCTGTGGAACCCGTTGTGGCCATGAGTTAGGGAAAGC 
TGGAAGTTGGTGGGGGAGGGTTCTTTCCTCTCACAATTGACCAGACACTAACAGAGTTGG 
AAAGTAACACAGAAGCAGTGAGATGCTTGGGTTCCTAGGAACCTGTCCAGCCCCATCTGA 
TTTGC AAACTTTC TAGAAGATGCCATGAGGTGGTGTGTGTAGATCTTTGAGCAAGAGCTC 
TGGAAACCACCTCAGCTTCAACAGAGGCTGGTCCAGTCAACCACCTCCAATTGTGTAGCA 
TCTGCCACCTTGCCCTTCCTACTGCTGAGCAACCACAGGGGGACTTGAGCCATACTATTG 
GTGGGCCTGCCCCACATGCTCAGAAAAGAACAGGCACAAAGGCTTTCTGAAGTCATTGGA 
ACAGGAATAATCACACAGCTTCAGTGAC CTTGGCTCTATCCATGACCAGACAGGACCCAT 
TTTGGCTTCTTAAAAACAAAGAGAAATTAGTATTGCCACTTTGAAAAGTTCAGAAAAGTA 
AAGAAATGAGTTCAGCCCTCAATTTGTAAAAAAAGGAAAAAAGAAAAAAAAAAGAAAAAG 
AAAGAAAAAAGCCTGTTAATATGCTGTAAATTTATCTGTAGCTTTGCCTTCTGTGTGTGT 
ACATTTGTACTTTTAAAATCCTGAACTACACGTGTCCATGTAGATTGTAATAATTAGCAA 
GAAACTGGAATATATCAGAGTATTATTGAATTC 



Figure 2A 
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5 1 >CTGGCACGGTCCAGGTTCACT 

CGGAGGGGGGGGCTTCGTCTGTGG 

GGCGTGGGGGTGGCTCGGTGGCTG 

CCTCTGTGGTGTGGACTCCTCTAG 

CCCGGTGCGCTCAGCCCCTCGCAC 

CGAGGGTGGAGGGACAGAGGGCGG 

CAGGGAGCTCAGCCCTTGTGCCTA 

GAGCTGCAGTGGCTGGACATGAAG 

GTTTCTCCTGT< 3 ' 

(SEQ ID NO:3) 



5 1 >CAGCACTGACTCTGACAGCTA 

TCGGAGTGGAGCGCGACCAGGTGA 

GAGCACCTGTCCCCAGCAGCATGC 

TCCCATCTCCGTCTATGCCTGGCT 

GGGTGGTGGGAATAGTGGCACGAC 

GGTCTGTAGGGAATACTCTCAGGA 

CAGTGACTCATTCAGTCCCGCTGA 

CAGGGTGTGTGCTTGGGTCCTTGT 

TGATCAATTTG<3 1 

(SEQ ID NO:4 > 
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